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In the published version of the article, there were errors in the read accessions provided in Table S1, which are now fixed.
The updated file (TableS1_v2_13March2023.csv) can be accessed on Figshare using the DOI: 10.6084 /m9.figshare.19745608.
Furthermore, we would like to correct the following sentence in the Data Summary section of the published version: Tllumina
reads have been deposited in the NCBI SRA, under the BioProject ID: PRJEB6891, and ONT reads (SUP basecalled) have been
deposited under BioProject PRJNA 646837’ The sentence should read: ‘Tllumina and ONT reads have been deposited in the NCBI
SRA, under the BioProject IDs: PRJEB6891, PRINA646837 and PRINA351909.

The authors apologise for any inconvenience caused by these errors.
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