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Abstract 

Background: This study aimed to estimate the age-stratified and overall morbidity and mortality 

rates of the severe acute respiratory syndrome coronavirus 2 (SARS-CoV-2) infection based on 

an analysis of the pervasive SARS-CoV-2 epidemic in Qatar, a country with <9% of the 

population being ≥50 years of age.  

Methods: Infection disease outcomes were investigated using a Bayesian approach applied to an 

age-structured mathematical model describing SARS-CoV-2 transmission and disease 

progression in the population. The model was fitted to infection and disease time-series and age-

stratified data. Two separate criteria for classifying morbidity were used: one based on actual 

recorded hospital admission (acute-care or intensive-care-unit hospitalization) and one based on 

clinical presentation as per World Health Organization classification of disease severity or 

criticality. 

Results: All outcomes showed very strong age dependence, with low values for those <50 years 

of age, but rapidly growing rates for those ≥50 years of age. The strong age dependence was 

particularly pronounced for infection criticality rate and infection fatality rate. Infection acute-

care and intensive-care-unit bed hospitalization rates were estimated at 13.10 (95% CI: 12.82-

13.24) and 1.60 (95% CI: 1.58-1.61) per 1,000 infections, respectively. Infection severity and 

criticality rates were estimated at 3.06 (95% CI: 3.01-3.10) and 0.68 (95% CI: 0.67-0.68) per 

1,000 infections, respectively. Infection fatality rate was estimated at 1.85 (95% CI: 1.74-1.95) 

per 10,000 infections.  

Conclusions: SARS-CoV-2 severity and fatality in Qatar was not high and demonstrated a very 

strong age dependence with <4 infections in every 1,000 being severe or critical and <2 in every 
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10,000 being fatal. Epidemic expansion in nations with young populations may lead to lower 

disease burden than previously thought. 

Keywords: Infection; SARS-CoV-2; COVID-19; severity; fatality; epidemiology; mathematical 

model; Qatar  
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Introduction 

The pandemic caused by the severe acute respiratory syndrome coronavirus 2 (SARS-CoV-2) 

infection and associated Coronavirus Disease 2019 (COVID-19) continue to be a global health 

challenge [1]. Aside from direct implications on morbidity and mortality [1], the pandemic led to 

severe economic and societal disruptions [2], a consequence of the social and physical distancing 

restrictions imposed to slow SARS-CoV-2 transmission in view of its severity and fatality. Had 

infection severity and fatality been comparable to those of seasonal influenza or other common 

cold coronaviruses, such restrictions may not have been deemed necessary.  

One of the most affected countries by this pandemic is Qatar, a peninsula in the Arabian Gulf 

region with a population of 2.8 million [3, 4]. With its unique demographic and residential 

dwelling structure where 60% of the population are expatriate craft and manual workers 

(CMWs) living in large shared housing accommodations [3, 4], Qatar experienced a pervasive 

epidemic with >60,000 laboratory-confirmed infections per million population as of November 

23, 2020 [5, 6]. The epidemic grew rapidly starting from March 2020, peaked in late May 2020, 

then rapidly declined in subsequent weeks, and has been in a stable low-incidence phase now for 

four months (Figure S1 of Supplementary Material (SM)). A series of serological studies 

completed by November 23, 2020 suggested that about half of the population have already been 

infected [5, 7-10]. 

With a well-resourced public healthcare structure and a centralized and standardized data-capture 

system for all SARS-CoV-2 testing and COVID-19 care, Qatar has one of the most extensive 

databases to characterize this epidemic and its toll [5]. In addition to large-scale polymerase 

chain reaction (PCR) and serological testing, multiple population-based PCR and serological 

surveys have been conducted to date [5, 7-9]. As of November 23, 2020, cumulative overall 
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testing rates exceeded 638,000 per million population for PCR and 105,000 per million 

population for antibodies [11]. A comprehensive clinical characterization has also been 

completed for the hospitalized COVID-19 cases through individual chart reviews by trained 

medical personnel [11], including infection severity classification as per the World Health 

Organization (WHO) guidelines [12]. 

Given the pervasive and advanced nature of the epidemic and availability of extensive 

epidemiological data, Qatar provides a unique opportunity to assess the extent of SARS-CoV-2 

morbidity and fatality. We aimed in this study to estimate the age-stratified and overall infection 

acute-care and intensive-care-unit (ICU) hospitalization rates, infection severity and criticality 

rates, and infection fatality rate.   

Methods 

Mathematical model and parameterization 

Building on our previously developed SARS-CoV-2 models [5, 13-17], an age-structured 

deterministic mathematical model was constructed to describe SARS-CoV-2 transmission 

dynamics and disease progression in the population (Figure S2 of SM). Susceptible individuals 

in each age group were at risk of acquiring the infection based on their infectious contact rate per 

day, age-specific susceptibility to the infection, and an age-mixing matrix defining mixing 

between individuals in the different age groups. Following a latency period, infected individuals 

developed an infection that either did not require hospitalization, or that required hospitalization 

in an acute-care bed or in an ICU bed. Individuals admitted to an ICU bed had an additional risk 

for COVID-19 mortality. The model further included compartments tracking infection severity 

(asymptomatic/moderate/mild infection, severe infection, or critical infection as per WHO 

All rights reserved. No reuse allowed without permission. 
preprint (which was not certified by peer review) is the author/funder, who has granted medRxiv a license to display the preprint in perpetuity. 

The copyright holder for thisthis version posted November 30, 2020. ; https://doi.org/10.1101/2020.11.29.20240416doi: medRxiv preprint 

https://doi.org/10.1101/2020.11.29.20240416


 

6 
 

severity classification) [12]. Population movement between model compartments was described 

using a set of coupled nonlinear differential equations (Text S1 of SM). 

The model was parameterized using best available data for SARS-CoV-2 natural history and 

epidemiology. Model parameters, definitions, and justifications can be found in Tables S1 and 

S2 of SM. The size and demographic structure of the population of Qatar were based on a 

population census conducted by Qatar’s Planning and Statistics Authority [4].  

Model fitting and analyses 

The model was fitted to extensive time-series and age-stratified data for PCR laboratory-

confirmed infections, PCR testing positivity rate, antibody testing positivity rate, PCR and 

serological surveys, daily hospital admissions in acute-care and ICU beds, hospital occupancy in 

acute-care and ICU beds, incidence of severe and critical infections as per WHO classification 

[12], and COVID-19 deaths (further details in Text S2 of SM). A Bayesian method, based on the 

incremental mixture importance sampling with shot-gun optimization [18, 19], was used to fit 

the model to the different data sources and to estimate the mean and 95% credible interval (CI) 

for each estimated parameter (Text S2 of SM). The model was coded, fitted, and analyzed using 

MATLAB R2019a [20]. 

Outcome measures 

Table 1 provides a listing of each outcome measure estimated in this study, its definition, and its 

interpretation. Two sets of outcome measures were generated. The first set includes crude case 

rates, such as the crude case fatality rate, calculated as the cumulative number of a disease 

outcome (say COVID-19 death) over the cumulative number of documented (that is PCR 

laboratory-confirmed) infections.  
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The second set includes infection rates, such as the infection fatality rate, calculated as the 

cumulative number of a disease outcome (say COVID-19 death) over the model-estimated 

cumulative number of infections, documented and undocumented.  

Two separate criteria for classifying morbidity were used: one based on actual recorded hospital 

admission (acute-care or ICU) and one based on clinical presentation as per WHO classification 

of disease severity [12]. While the two are overlapping with severe cases typically admitted to 

acute-care beds, and critically ill cases admitted to ICU beds, a significant fraction of mild or 

moderately ill cases were hospitalized out of caution. Moreover, hospitalization was used as a 

form of case isolation earlier in the epidemic. Of note that the health system in Qatar remained 

well within its threshold even at the epidemic peak towards end of May 2020.    

Results 

Figure 1A shows the crude case acute-care and ICU bed hospitalization rate versus time. The 

rate was rather stable, but with a slightly declining trend, and was assessed at 113.9 acute-care 

and/or ICU hospital admissions per 1,000 laboratory-confirmed infections on November 22, 

2020. As of this date, a total of 18,509 acute-care and 1,759 ICU hospital admissions had been 

registered.  

Figure 1B shows the crude case severity and criticality rate versus time. The rate was rather 

stable, but with a slightly declining trend, and was assessed at 28.0 severe and/or critical cases 

per 1,000 laboratory-confirmed infections on November 22, 2020. As of this date, a total of 

4,127 severe and 863 critical infections had been registered. 

Figure 1C shows the crude case fatality rate versus time. The rate increased over time, as 

expected with the weeks-long delay between infection and eventual COVID-19 death, but then 
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stabilized as the epidemic entered its low but stable infection incidence phase (Figure S1 of SM). 

The rate was assessed at 13.2 deaths per 10,000 laboratory-confirmed infections on November 

22, 2020. As of this date, a total of 235 COVID-19 deaths had been registered. 

The model produced robust fits to each dataset. Table S3 of SM summarizes the goodness-of-fit. 

Figures S3-S7 of SM show the age-specific posterior distributions of the infection acute-care bed 

hospitalization rate (Figure S3), infection ICU bed hospitalization rate (Figure S4), infection 

severity rate (Figure S5), infection criticality rate (Figure S6), and infection fatality rate (Figure 

S7). Meanwhile, Figures S8-S9 of SM show the overall (total population of all age groups) 

infection acute-care bed hospitalization rate (Figure S8A), infection ICU bed hospitalization rate 

(Figure S8B), infection severity rate (Figure S8C), infection criticality rate (Figure S8D), and 

infection fatality rate (Figure S9). 

Table 2, Figure 2, and Figure 3A show the estimated mean and 95% CI of all age-specific 

infection rate measures. All rates showed very strong age dependence. Measures increased 

steadily with age, with low values for those <50 years of age, but very rapidly growing rates for 

those ≥50 years of age. The strong age dependence was even more pronounced for infection ICU 

bed hospitalization rate (Figure 2B), infection criticality rate (Figure 2D), and infection fatality 

rate (Figure 3A). 

The overall (total population of all age groups) infection acute-care bed hospitalization rate was 

estimated at 13.10 (95% CI: 12.82-13.24) per 1,000 infections, infection ICU bed hospitalization 

rate at 1.60 (95% CI: 1.58-1.61) per 1,000 infections, infection severity rate at 3.06 (95% CI: 

3.01-3.10) per 1,000 infections, infection criticality rate at 0.68 (95% CI: 0.67-0.68) per 1,000 

infections, and infection fatality rate at 1.85 (95% CI: 1.74-1.95) per 10,000 infections.  
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Figure 1D shows the infection acute-care and ICU bed hospitalization rate versus time. The rate 

increased over time, as expected with the delay between infection and hospital admission, but 

then stabilized (Figure 1D) as the epidemic peaked and started to decline (Figure S1 of SM). The 

rate was assessed at 13.8 hospital admissions per 1,000 infections on November 22, 2020. A 

similar pattern was found for the infection severity and criticality rate (Figure 1E) and infection 

fatality rate (Figure 1F), which were assessed at 3.4 cases per 1,000 infections and 1.6 deaths per 

10,000 infections, respectively, on November 22, 2020. 

The study generated other relevant estimates. The diagnosis (detection) rate as of November 22, 

2020, that is the proportion of infections that were documented (with PCR laboratory-confirmed 

diagnosis) out of all infections that were estimated to have occurred, was assessed at 12.1% 

(95% CI: 12.0-12.1%). The mean duration of acute-care hospitalization was estimated at 8.73 

(95% CI: 8.62-8.83) days and the mean duration of ICU hospitalization was estimated at 12.30 

(95% CI: 12.18-12.41) days. 

Discussion 

The striking finding of this study is that SARS-CoV-2 morbidity and mortality demonstrated a 

very strong age dependence. Infection severity, criticality, and fatality increased very rapidly 

with age. This was particularly the case for infection criticality and fatality which were limited 

for those <50 years of age but increased very rapidly for those ≥50 years of age (Figures 2-3). 

This strong age dependence combined with the lower infection exposure in those ≥60 years of 

age (Figure S10 of SM) and the small proportion of the population ≥50 years of age (9%) and 

≥60 years of age (2%), all contributed together to a low morbidity and mortality in Qatar. Out of 

every 1,000 infections, only 3.7 infections were destined to be severe or critical, and out of every 

10,000 infections, only 1.9 infections were destined to end in COVID-19 death (Table 2).  
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Notably, both SARS-CoV-2 morbidity and mortality in Qatar were not much higher than those 

typically seen in a seasonal influenza epidemic in the United States [21, 22]. This fact, however, 

needs to be interpreted in context. With the young age structure of the population in Qatar, a 

seasonal influenza epidemic in this country has a much lower severity than that in the United 

States. Typically, only a handful of influenza-related deaths are reported every year in Qatar 

[23]. 

Other lines of evidence support these findings. In a survey of ten CMW communities in Qatar, 

only five severe infections and one critical infection ever occurred in 3,233 persons with 

confirmed infection (antibody and/or PCR positive result), that is an infection severity and 

criticality rate of 2.5 (95% CI: 1.1-4.9) per 1,000 infections [7]. In another nationwide survey of 

the CMW population, only seven severe infections and one critical infection ever occurred in 

1,590 persons with antibody and/or PCR positive result, an infection severity and criticality rate 

of 5.0 (95% CI: 2.2-9.9) per 1,000 infections [8]. Both of these estimates are in agreement with 

the present study estimate of 3.7 (95% CI: 3.7-3.8) per 1,000 infections.  

These figures, however, are substantially lower than those estimated elsewhere, often using early 

epidemic data [24-29]. The fact that the early phases of the epidemic in Europe and the United 

States heavily affected nursing facilities and care homes of the elderly may have biased the 

estimates to higher values. It is also possible that our estimates are lower because of the robust 

accounting of the large pool of undocumented infections in the present study, thanks to the series 

of serological surveys conducted in Qatar [5, 7-10]. These surveys provided some of the key 

input data for this modeling study. For instance, the nationwide survey of the CMW population 

found that only 9.3% (95% CI: 7.9-11.0%) of those antibody positive had a prior documented 

PCR laboratory-confirmed infection [8]. This is in agreement with the diagnosis (detection) rate 
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estimated here at 12.1% (95% CI: 12.0-12.1%), as well as growing evidence from other countries 

indicating that only one in every 10 infections was ever diagnosed [24, 30-33]. The totality of 

evidence on the Qatar epidemic also indicates that most infections were asymptomatic or 

minimally mild to be diagnosed [5-9, 34-36]. For instance, a national SARS-CoV-2 PCR survey 

found that 58.5% of those testing PCR positive reported no symptoms within the preceding two 

weeks of the survey [5]. 

In light of these findings, it is evident that the strong age dependence of SARS-CoV-2 morbidity 

and mortality is a principal contributor to the low morbidity and mortality seen in Qatar 

compared to elsewhere. The impact of this strong age dependence is illustrated in Figure 3B 

where the age-specific infection fatality rate of Table 2 has been applied to the age structure of 

other national populations. The infection fatality rate in Italy was found to be 10-fold higher than 

that in Qatar, only because of the population’s different age structure. These findings indicate 

that the infection morbidity and mortality may vary immensely across countries, and will be 

substantially lower in countries with younger demographic structures, as suggested earlier [13].   

While age appears to be the principal factor, other factors could have also contributed to 

explaining the low morbidity and mortality in Qatar. Growing evidence indicates T cell and 

antibody reactivity against SARS-CoV-2 in unexposed individuals [37-40], that probably reflects 

development of T cell and antibody immune memory to circulating ‘common cold’ 

coronaviruses, which may have in turn led to lower morbidity and mortality [37-40]. The shared-

housing dwelling structure in Qatar that contributed to the large SARS-CoV-2 epidemic [5] may 

have, along with the frequent international travel of Qatar’s expatriate population, also 

contributed to higher levels of exposure to other common cold coronaviruses [41, 42], thereby 

inducing high levels of broadly cross-reactive T cell and antibody responses. Such pre-existing 
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immune reactivity [37-40] may have thus resulted in lower levels of SARS-CoV-2 morbidity and 

mortality in the population of Qatar.    

The resourced healthcare system, which was well below its threshold even at the epidemic peak, 

may have also contributed to the low observed morbidity and mortality. Emphasis on proactive 

early treatment, in addition to a cautious approach for SARS-CoV-2 case management, may have 

limited the number of people who went on to require hospitalization, or to develop severe or 

critical disease.  

Limitations may have affected this study. We estimated rates of infection morbidity and 

mortality, not accounting for potential differences by sex, comorbidities, or other factors. Model 

estimations are contingent on the validity and generalizability of input data. Available input data 

were most complete at the national level, and although there could be subpopulation differences 

in the highly diverse population of Qatar, these could not be factored in the model given 

insufficient data at the subpopulation level. Despite these limitations, our model, tailored to the 

complexity of the epidemic in Qatar, was able to reproduce the observed epidemic trends, and 

provided profound insights about healthcare needs and infection morbidity and mortality.   

In conclusion, SARS-CoV-2 morbidity and mortality demonstrate a strikingly strong age 

dependence. With its young population structure, both morbidity and mortality were low in 

Qatar, and not much higher than those typically seen in a seasonal influenza epidemic in the 

United States [21, 22]. Out of every 1,000 infections, only 3.7 infections were severe or critical, 

and out of every 10,000 infections, only 1.9 infections were fatal. However, these rates would 

have been much higher if the population of Qatar had a similar demographic structure to that 

found in Europe or the United States. These findings suggest that SARS-CoV-2 morbidity and 
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mortality may vary immensely by country or region, and that the pandemic expansion in nations 

with young populations may lead to much milder disease burden than currently believed.  
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Table 1. Crude case rates and infection rates estimated in this study.  
Outcome measure Definition Interpretation 

Crude case rates-data estimation 

1. Crude acute-care and ICU bed 

hospitalization rate 

Cumulative number of hospital admissions into 

acute-care or ICU beds over the cumulative number 

of documented PCR laboratory-confirmed infections 

Proportion of PCR laboratory-confirmed 

infections that progressed to hospital 

admission into acute-care or ICU beds 

2. Crude case severity and criticality rate Cumulative number of COVID-19 severe or critical 

infections* over the cumulative number of 

documented PCR laboratory-confirmed infections 

Proportion of PCR laboratory-confirmed 

infections that progressed to become 

severe or critical 

3. Crude case fatality rate Cumulative number of COVID-19 deaths over the 

cumulative number of documented PCR laboratory-

confirmed infections 

Proportion of PCR laboratory-confirmed 

infections that ended in COVID-19 death  

Infection rates-model estimation 

1. Infection acute-care bed hospitalization 

rate 

Cumulative number of hospital admissions into 

acute-care beds over the cumulative number of 

infections, documented and undocumented 

Proportion of infections that progressed 

to acute-care bed hospital admission  

2. Infection ICU bed hospitalization rate Cumulative number of hospital admissions into ICU 

beds over the cumulative number of infections, 

documented and undocumented 

Proportion of infections that progressed 

to ICU bed hospital admission 

3. Infection severity rate Cumulative number of COVID-19 severe infections* 

over the cumulative number of infections, 

documented and undocumented 

Proportion of infections that progressed 

to become severe infections 

4. Infection criticality rate Cumulative number of COVID-19 critical infections* 

over the cumulative number of infections, 

documented and undocumented 

Proportion of infections that progressed 

to become critical infections 

5. Infection fatality rate Cumulative number of COVID-19 deaths over the 

cumulative number of infections, documented and 

undocumented 

Proportion of infections that ended in 

COVID-19 death 

Combined infection rates-model estimation 

1. Infection acute-care and ICU bed 

hospitalization rate 

Cumulative number of admissions into acute-care or 

ICU beds over the cumulative number of infections, 

documented and undocumented 

Proportion of infections that progressed 

to acute-care or ICU bed hospital 

admission 

2. Infection severity and criticality rates Cumulative number of COVID-19 severe or critical 

infections* over the cumulative number of infections, 

documented and undocumented 

Proportion of infections that progressed 

to become severe or critical infections 

*Per World Health Organization (WHO) infection severity classification [12].  
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Figure 1. Temporal trend in A) crude case acute-care and ICU bed hospitalization rate, B) crude 

case severity and criticality rate, C) crude case fatality rate, D) infection acute-care and ICU bed 

hospitalization rate, E) infection severity and criticality rate, and F) infection fatality rate. 

Classification of infection severity and criticality was per WHO infection severity classification 

[12]. 
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Table 2. Estimated mean and 95% credible interval (CI) of the age-specific infection acute-care and ICU bed hospitalization rates, 

infection severity and criticality rates, and infection fatality rate. Classification of infection severity and criticality was per WHO 

infection severity classification [12]. 

Age group 

(years) 

Infection acute-care bed 

hospitalization rate 

(per 1,000 infections) 

Infection ICU bed 

hospitalization rate 

(per 1,000 infections) 

Infection severity rate 

(per 1,000 infections) 

Infection criticality rate 

(per 1,000 infections) 

Infection fatality rate 

(per 10,000 infections) 

Mean (95% CI) Mean (95% CI) Mean (95% CI) Mean (95% CI) Mean (95% CI) 

0-9 8.06 (7.85-8.20) 0.44 (0.43-0.46) 0.07 (0.07-0.08) 0.00 (0.00-0.00) 0.00 (0.00-0.00) 

10-19 7.15 (6.96-7.27) 0.39 (0.38-0.41) 0.13 (0.13-0.13) 0.04 (0.04-0.04) 0.00 (0.00-0.00) 

20-29 7.19 (7.02-7.28) 0.40 (0.39-0.41) 0.47 (0.46-0.48) 0.08 (0.08-0.08) 0.12 (0.11-0.13) 

30-39 10.07 (9.88-10.18) 0.71 (0.69-0.72) 1.86 (1.83-1.89) 0.21 (0.21-0.21) 0.09 (0.09-0.10) 

40-49 16.00 (15.65-16.17) 1.92 (1.90-1.94) 4.05 (3.99-4.11) 0.73 (0.72-0.73)  0.75 (0.70-0.80) 

50-59 26.35 (25.69-26.68) 4.67 (4.63-4.70) 8.35 (8.22-8.48) 2.10 (2.08-2.12) 5.31 (4.99-5.65) 

60-69 60.46 (58.82-61.53) 12.65 (12.54-12.75) 25.08 (24.70-25.48) 7.43 (7.37-7.49) 27.68 (26.15-29.26) 

70-79 99.84 (97.23-101.65) 38.03 (37.72-38.32) 50.16 (49.39-50.95) 22.45 (22.25-22.62) 116.44 (110.43-122.83) 

80+ 36.73 (35.76-37.37) 32.94 (32.60-33.26) 31.26 (30.78-31.76) 23.02 (22.82-23.19) 175.76 (168.92-183.17) 

Overall 

population 
13.10 (12.82-13.24) 1.60 (1.58-1.61) 3.06 (3.01-3.10) 0.68 (0.67-0.68) 1.85 (1.74-1.95) 
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Figure 2. The age-specific A) infection acute-care bed hospitalization rate, B) infection ICU bed 

hospitalization rate, C) infection severity rate, and D) infection criticality rate. Classification of 

infection severity and criticality was per WHO severity classification [12]. 
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Figure 3. A) The age-specific infection fatality rate in Qatar. B) Estimated overall (total 

population of all age groups) infection fatality rate for several select countries that are 

characterized by diverse demographic structures. The estimates were generated by applying the 

Qatar-estimated age-specific infection fatality rate to the age structure of the population in each 

country.  

 
  

All rights reserved. No reuse allowed without permission. 
preprint (which was not certified by peer review) is the author/funder, who has granted medRxiv a license to display the preprint in perpetuity. 

The copyright holder for thisthis version posted November 30, 2020. ; https://doi.org/10.1101/2020.11.29.20240416doi: medRxiv preprint 

https://doi.org/10.1101/2020.11.29.20240416


 

19 

 
 

Authors’ contributions 

LJA conceived and designed the study and led the mathematical modeling and statistical 

analyses and writing of the manuscript. SS co-constructed and parameterized the mathematical 

model, conducted the mathematical modeling analyses, and co-wrote the first draft of the 

manuscript. HC contributed to the parameterization of the mathematical model, conducted the 

statistical analyses, and co-wrote the first draft of the manuscript. HHA co-constructed and 

parameterized the mathematical model. All authors contributed to data collection and 

acquisition, database development, discussion and interpretation of the results, and to the writing 

of the manuscript. All authors have read and approved the final manuscript. 

Conflicts of interests 

We declare no competing interests. 

Acknowledgement 

We thank Her Excellency Dr. Hanan Al Kuwari, Minister of Public Health, for her vision, 

guidance, leadership, and support. We also thank Dr. Saad Al Kaabi, Chair of the System Wide 

Incident Command and Control (SWICC) Committee for the COVID-19 national healthcare 

response, for his leadership, analytical insights, and for his instrumental role in enacting data 

information systems that made these studies possible. We further extend our appreciation to the 

SWICC Committee and the Scientific Reference and Research Taskforce (SRRT) members for 

their informative input, scientific technical advice, and enriching discussions. We also thank Dr. 

Mariam Abdulmalik, CEO of the Primary Health Care Corporation and the Chairperson of the 

Tactical Community Command Group on COVID-19, as well as members of this committee, for 

providing support to the teams that worked on the field surveillance. We further thank Dr. Nahla 

All rights reserved. No reuse allowed without permission. 
preprint (which was not certified by peer review) is the author/funder, who has granted medRxiv a license to display the preprint in perpetuity. 

The copyright holder for thisthis version posted November 30, 2020. ; https://doi.org/10.1101/2020.11.29.20240416doi: medRxiv preprint 

https://doi.org/10.1101/2020.11.29.20240416


 

20 

 
 

Afifi, Director of Qatar Biobank (QBB), Ms. Tasneem Al-Hamad, Ms. Eiman Al-Khayat and the 

rest of the QBB team for their unwavering support in retrieving and analyzing samples and in 

compiling and generating databases for COVID-19 infection, as well as Dr. Asma Al-Thani, 

Chairperson of the Qatar Genome Programme Committee and Board Vice Chairperson of QBB, 

for her leadership of this effort. We also acknowledge the dedicated efforts of the Clinical 

Coding Team and the COVID-19 Mortality Review Team, both at Hamad Medical Corporation, 

and the Surveillance Team at the Ministry of Public Health.  

Funding  

The authors are grateful for support provided by the Biomedical Research Program and the 

Biostatistics, Epidemiology, and Biomathematics Research Core, both at Weill Cornell 

Medicine-Qatar, the Ministry of Public Health, and Hamad Medical Corporation. The modeling 

infrastructure was made possible by NPRP grant number 9-040-3-008 from the Qatar National 

Research Fund (a member of Qatar Foundation). GM acknowledges support by UK Research 

and Innovation as part of the Global Challenges Research Fund, grant number ES/P010873/1. 

The statements made herein are solely the responsibility of the authors.  

  

All rights reserved. No reuse allowed without permission. 
preprint (which was not certified by peer review) is the author/funder, who has granted medRxiv a license to display the preprint in perpetuity. 

The copyright holder for thisthis version posted November 30, 2020. ; https://doi.org/10.1101/2020.11.29.20240416doi: medRxiv preprint 

https://doi.org/10.1101/2020.11.29.20240416


 

21 

 
 

References 

1. John Hopkins University Coronavirus resource center. COVID-19 Dashboard by the Center for 
Systems Science and Engineering (CSSE) at Johns Hopkins University (JHU). Available from: 
https://coronavirus.jhu.edu/map.html. Accessed on July 24, 2020. 
2. McKibbin W.J. FR. The global macroeconomic impacts of COVID-19: seven scenarios. Available 
from: http://dx.doi.org/10.2139/ssrn.3547729 2020. 
3. Planning and Statistics Authority- State of Qatar. Qatar Monthly Statistics. Available from: 
https://www.psa.gov.qa/en/pages/default.aspx. Accessed on: may 26,2020. 2020. 
4. Planning and Statistics Authority-State of Qatar. The Simplified Census of Population, Housing & 
Establishments. Available from: 
https://www.psa.gov.qa/en/statistics/Statistical%20Releases/Population/Population/2018/Population_s
ocial_1_2018_AE.pdf Accessed on: April 2, 2020. 2019. 
5. Abu-Raddad LJ, Chemaitelly H, Ayoub HH, Al Kanaani Z, Al Khal A, Al Kuwari E, et al. 
Characterizing the Qatar advanced-phase SARS-CoV-2 epidemic. medRxiv. 
2020:2020.07.16.20155317v2. doi: 10.1101/2020.07.16.20155317. 
6. Al Kuwari HM, Abdul Rahim HF, Abu-Raddad LJ, Abou-Samra A-B, Al Kanaani Z, Al Khal A, et al. 
Epidemiological investigation of the first 5685 cases of SARS-CoV-2 infection in Qatar, 28 February–18 
April 2020. BMJ Open. 2020;10(10):e040428. doi: 10.1136/bmjopen-2020-040428. 
7. Jeremijenko A, Chemaitelly H, Ayoub HH, Abdulla MAH, Abou-Samra AB, Al Ajmi JAAA, et al. 
Evidence for and level of herd immunity against SARS-CoV-2 infection: the ten-community study. 
medRxiv. 2020:2020.09.24.20200543. doi: 10.1101/2020.09.24.20200543. 
8. Al-Thani MH, Farag E, Bertollini R, Al Romaihi HE, Abdeen S, Abdelkarim A, et al. Seroprevalence 
of SARS-CoV-2 infection in the craft and manual worker population of Qatar. medRxiv. 
2020:2020.11.24.20237719. doi: 10.1101/2020.11.24.20237719. 
9. Coyle P., et al. Seroprevalence of SARS-CoV-2 infection in the urban population of Qatar. under 
preparation. 
10. Coyle P., et al. Link between PCR positivity and antibody positivity for SARS-CoV-2 infection: 
analyses of a database of 9,768 cases. under preparation. 
11. Hamad Medical Corporation. National SARS-CoV-2 PCR and antibody testing, infection severity, 
and hospitalization database. 2020. 
12. World Health Organization. Clinical management of COVID-19. Available from: 
https://www.who.int/publications-detail/clinical-management-of-covid-19. Accessed on: May 31st 
2020. 2020. 
13. Ayoub HH, Chemaitelly H, Seedat S, Mumtaz GR, Makhoul M, Abu-Raddad LJ. Age could be 
driving variable SARS-CoV-2 epidemic trajectories worldwide. Plos One. 2020;15(8). doi: 
10.1371/journal.pone.0237959. PubMed PMID: WOS:000564315600013. 
14. Ayoub HH, Chemaitelly H, Mumtaz GR, Seedat S, Awad SF, Makhoul M, et al. Characterizing key 
attributes of the epidemiology of COVID-19 in China: Model-based estimations. Global Epidemiology. 
2020;100042. doi: https://doi.org/10.1016/j.gloepi.2020.100042. 
15. Makhoul M., Ayoub H.H., Chemaitelly H., Seedat S., Mumtaz G.R., Al-Omari S., et al. 
Epidemiological impact of SARS-CoV-2 vaccination: Mathematical modeling analyses. Vaccines. 
2020;8(4). doi: 10.3390/vaccines8040668. 
16. Makhoul M, Abou-Hijleh F, Seedat S, Mumtaz GR, Chemaitelly H, Ayoub H, et al. Analyzing 
inherent biases in SARS-CoV-2 PCR and serological epidemiologic metrics. medRxiv. 
2020:2020.08.30.20184705. doi: 10.1101/2020.08.30.20184705. 

All rights reserved. No reuse allowed without permission. 
preprint (which was not certified by peer review) is the author/funder, who has granted medRxiv a license to display the preprint in perpetuity. 

The copyright holder for thisthis version posted November 30, 2020. ; https://doi.org/10.1101/2020.11.29.20240416doi: medRxiv preprint 

https://coronavirus.jhu.edu/map.html
http://dx.doi.org/10.2139/ssrn.3547729
https://www.psa.gov.qa/en/pages/default.aspx
https://www.psa.gov.qa/en/statistics/Statistical%20Releases/Population/Population/2018/Population_social_1_2018_AE.pdf
https://www.psa.gov.qa/en/statistics/Statistical%20Releases/Population/Population/2018/Population_social_1_2018_AE.pdf
https://www.who.int/publications-detail/clinical-management-of-covid-19
https://doi.org/10.1016/j.gloepi.2020.100042
https://doi.org/10.1101/2020.11.29.20240416


 

22 

 
 

17. Ayoub HH, Chemaitelly H, Seedat S, Makhoul M, Al Kanaani Z, Al Khal A, et al. Mathematical 
modeling of the SARS-CoV-2 epidemic in Qatar and its impact on the national response to COVID-19. 
medRxiv. 2020:2020.11.08.20184663. doi: 10.1101/2020.11.08.20184663. 
18. Raftery AE, Bao L. Estimating and projecting trends in HIV/AIDS generalized epidemics using 
incremental mixture importance sampling. Biometrics. 2010;66(4):1162-73. 
19. Jonoska Stojkova B, Campbell DA. Incremental Mixture Importance Sampling With Shotgun 
Optimization. Journal of Computational and Graphical Statistics. 2019;28(4):806-20. 
20. MATLAB®. The Language of Technical Computing. The MathWorks, Inc. 2019. 
21. Reed C, Chaves SS, Daily Kirley P, Emerson R, Aragon D, Hancock EB, et al. Estimating influenza 
disease burden from population-based surveillance data in the United States. PLoS One. 
2015;10(3):e0118369. doi: 10.1371/journal.pone.0118369. PubMed PMID: 25738736; PubMed Central 
PMCID: PMCPMC4349859. 
22. Biggerstaff M, Kniss K, Jernigan DB, Brammer L, Bresee J, Garg S, et al. Systematic Assessment of 
Multiple Routine and Near Real-Time Indicators to Classify the Severity of Influenza Seasons and 
Pandemics in the United States, 2003-2004 Through 2015-2016. Am J Epidemiol. 2018;187(5):1040-50. 
doi: 10.1093/aje/kwx334. PubMed PMID: 29053783; PubMed Central PMCID: PMCPMC5908755. 
23. Communicable Disease Center. Influenza morbidity and mortality in the State of Qatar. 2020. 
24. Ioannidis JP. The infection fatality rate of COVID-19 inferred from seroprevalence data. Available 
at: https://www.medrxiv.org/content/10.1101/2020.05.13.20101253v1.full.pdf. Last accessed July 2, 
2020. 2020. 
25. Meyerowitz-Katz G, Merone L. A systematic review and meta-analysis of published research 
data on COVID-19 infection-fatality rates. Int J Infect Dis. 2020. Epub 2020/10/03. doi: 
10.1016/j.ijid.2020.09.1464. PubMed PMID: 33007452; PubMed Central PMCID: PMCPMC7524446. 
26. Hauser A, Counotte MJ, Margossian CC, Konstantinoudis G, Low N, Althaus CL, et al. Estimation 
of SARS-CoV-2 mortality during the early stages of an epidemic: A modeling study in Hubei, China, and 
six regions in Europe. PLoS Med. 2020;17(7):e1003189. Epub 2020/07/30. doi: 
10.1371/journal.pmed.1003189. PubMed PMID: 32722715; PubMed Central PMCID: PMCPMC7386608 
following competing interests: NL is a member of the editorial board of PLOS Medicine. 
27. Salje H, Tran Kiem C, Lefrancq N, Courtejoie N, Bosetti P, Paireau J, et al. Estimating the burden 
of SARS-CoV-2 in France. Science. 2020. Epub 2020/05/15. doi: 10.1126/science.abc3517. PubMed 
PMID: 32404476; PubMed Central PMCID: PMCPMC7223792. 
28. R. Verity, L.C. Okell , I. Dorigatti , P. Winskill , C. Whittaker, N. Imai , et al. Estimates of the 
severity of coronavirus disease 2019: a model-based analysis. The Lancet. 2020;20:30243-7. doi: 
https://doi.org/10.1016/S1473-3099(20)30243-7. 
29. Brazeau N. F., Verity R., Jenks S., Fu H., Whittaker C., Winskill P., et al. Report 34: COVID-19 
Infection Fatality Ratio: Estimates from Seroprevalence. Imperial College London (29-10-2020), doi 
https://doi.org/10.25561/83545. 2020. 
30. Anand S, Montez-Rath M, Han J, Bozeman J, Kerschmann R, Beyer P, et al. Prevalence of SARS-
CoV-2 antibodies in a large nationwide sample of patients on dialysis in the USA: a cross-sectional study. 
Lancet. 2020. doi: 10.1016/S0140-6736(20)32009-2. PubMed PMID: 32987007; PubMed Central PMCID: 
PMCPMC7518804. 
31. Havers FP, Reed C, Lim T, Montgomery JM, Klena JD, Hall AJ, et al. Seroprevalence of Antibodies 
to SARS-CoV-2 in 10 Sites in the United States, March 23-May 12, 2020. JAMA Intern Med. 2020. doi: 
10.1001/jamainternmed.2020.4130. PubMed PMID: 32692365. 
32. Wu SL, Mertens AN, Crider YS, Nguyen A, Pokpongkiat NN, Djajadi S, et al. Substantial 
underestimation of SARS-CoV-2 infection in the United States. Nat Commun. 2020;11(1):4507. doi: 
10.1038/s41467-020-18272-4. PubMed PMID: 32908126; PubMed Central PMCID: PMCPMC7481226. 

All rights reserved. No reuse allowed without permission. 
preprint (which was not certified by peer review) is the author/funder, who has granted medRxiv a license to display the preprint in perpetuity. 

The copyright holder for thisthis version posted November 30, 2020. ; https://doi.org/10.1101/2020.11.29.20240416doi: medRxiv preprint 

https://www.medrxiv.org/content/10.1101/2020.05.13.20101253v1.full.pdf
https://doi.org/10.1016/S1473-3099(20)30243-7
https://doi.org/10.25561/83545
https://doi.org/10.1101/2020.11.29.20240416


 

23 

 
 

33. Stringhini S, Wisniak A, Piumatti G, Azman AS, Lauer SA, Baysson H, et al. Seroprevalence of anti-
SARS-CoV-2 IgG antibodies in Geneva, Switzerland (SEROCoV-POP): a population-based study. Lancet. 
2020;396(10247):313-9. Epub 2020/06/15. doi: 10.1016/S0140-6736(20)31304-0. PubMed PMID: 
32534626; PubMed Central PMCID: PMCPMC7289564. 
34. Abu-Raddad LJ, Chemaitelly H, Malek JA, Ahmed AA, Mohamoud YA, Younuskunju S, et al. 
Assessment of the risk of SARS-CoV-2 reinfection in an intense re-exposure setting. medRxiv. 
2020:2020.08.24.20179457. doi: 10.1101/2020.08.24.20179457. 
35. Omrani AS, Almaslamani MA, Daghfal J, Alattar RA, Elgara M, Shaar SH, et al. The first 
consecutive 5000 patients with Coronavirus Disease 2019 from Qatar; a nation-wide cohort study. BMC 
Infect Dis. 2020;20(1):777. doi: 10.1186/s12879-020-05511-8. PubMed PMID: 33076848; PubMed 
Central PMCID: PMCPMC7570422. 
36. Butt AA, Kartha AB, Masoodi NA, Azad AM, Asaad NA, Alhomsi MU, et al. Hospital admission 
rates, length of stay, and in-hospital mortality for common acute care conditions in COVID-19 vs. pre-
COVID-19 era. Public Health. 2020;189:6-11. doi: 10.1016/j.puhe.2020.09.010. PubMed PMID: 
33126120. 
37. Sette A, Crotty S. Pre-existing immunity to SARS-CoV-2: the knowns and unknowns. Nat Rev 
Immunol. 2020;20(8):457-8. doi: 10.1038/s41577-020-0389-z. PubMed PMID: 32636479; PubMed 
Central PMCID: PMCPMC7339790. 
38. Grifoni A, Weiskopf D, Ramirez SI, Mateus J, Dan JM, Moderbacher CR, et al. Targets of T Cell 
Responses to SARS-CoV-2 Coronavirus in Humans with COVID-19 Disease and Unexposed Individuals. 
Cell. 2020;181(7):1489-501 e15. doi: 10.1016/j.cell.2020.05.015. PubMed PMID: 32473127; PubMed 
Central PMCID: PMCPMC7237901. 
39. Weiskopf D, Schmitz KS, Raadsen MP, Grifoni A, Okba NMA, Endeman H, et al. Phenotype and 
kinetics of SARS-CoV-2-specific T cells in COVID-19 patients with acute respiratory distress syndrome. Sci 
Immunol. 2020;5(48). doi: 10.1126/sciimmunol.abd2071. PubMed PMID: 32591408; PubMed Central 
PMCID: PMCPMC7319493. 
40. Ng KW, Faulkner N, Cornish GH, Rosa A, Harvey R, Hussain S, et al. Preexisting and de novo 
humoral immunity to SARS-CoV-2 in humans. Science. 2020. doi: 10.1126/science.abe1107. PubMed 
PMID: 33159009. 
41. Al Kahlout RA, Nasrallah GK, Farag EA, Wang L, Lattwein E, Muller MA, et al. Comparative 
Serological Study for the Prevalence of Anti-MERS Coronavirus Antibodies in High- and Low-Risk Groups 
in Qatar. J Immunol Res. 2019;2019:1386740. doi: 10.1155/2019/1386740. PubMed PMID: 30906787; 
PubMed Central PMCID: PMCPMC6398027. 
42. Khan T, Rahman M, Al Ali F, Huang SSY, Sayeed A, Nasrallah GK, et al. Endemic human 
coronaviruses induce distinct antibody repertoires in adults and children. bioRxiv. 
2020:2020.06.21.163394. doi: 10.1101/2020.06.21.163394. 

 

All rights reserved. No reuse allowed without permission. 
preprint (which was not certified by peer review) is the author/funder, who has granted medRxiv a license to display the preprint in perpetuity. 

The copyright holder for thisthis version posted November 30, 2020. ; https://doi.org/10.1101/2020.11.29.20240416doi: medRxiv preprint 

https://doi.org/10.1101/2020.11.29.20240416


 

1 
 

Supplementary Material 

 

SARS-CoV-2 infection hospitalization, severity, criticality, and 

fatality rates 

 

Shaheen Seedat,1,2,3* Hiam Chemaitelly,1,2* Houssein Ayoub,4* Monia Makhoul,1,2,3 Ghina R. 

Mumtaz,5 Zaina Al Kanaani,6 Abdullatif Al Khal,6 Einas Al Kuwari,6 Adeel A. Butt,6 Peter 

Coyle,6 Andrew Jeremijenko,6 Anvar Hassan Kaleeckal,6 Ali Nizar Latif,6 Riyazuddin 

Mohammad Shaik,6 Hadi M. Yassine,7,8 Mohamed G. Al Kuwari,9 Hamad Eid Al Romaihi,10 

Mohamed H. Al-Thani,10 Roberto Bertollini10, and Laith J. Abu-Raddad1,2,3 

 

1Infectious Disease Epidemiology Group, Weill Cornell Medicine-Qatar, Cornell University, 

Doha, Qatar 
2World Health Organization Collaborating Centre for Disease Epidemiology Analytics on 

HIV/AIDS, Sexually Transmitted Infections, and Viral Hepatitis, Weill Cornell Medicine–Qatar, 

Cornell University, Qatar Foundation – Education City, Doha, Qatar 
3Department of Population Health Sciences, Weill Cornell Medicine, Cornell University, New 

York, New York, USA 
4Department of Mathematics, Statistics, and Physics, Qatar University, Doha, Qatar 
5Department of Epidemiology and Population Health, American University of Beirut, Beirut, 

Lebanon 
6Hamad Medical Corporation, Doha, Qatar 
7Biomedical Research Center, Qatar University, Doha, Qatar 

8Department of Biomedical Science, College of Health Sciences, Member of QU Health, Qatar 

University, Doha, Qatar 

9Primary Health Care Corporation, Doha, Qatar 
10Ministry of Public Health, Doha, Qatar 

 
*These authors contributed equally to the work. 

 

 

Address reprints requests or correspondence to Professor Laith J. Abu-Raddad, Infectious 

Disease Epidemiology Group, World Health Organization Collaborating Centre for Disease 

Epidemiology Analytics on HIV/AIDS, Sexually Transmitted Infections, and Viral Hepatitis, 

Weill Cornell Medicine - Qatar, Qatar Foundation - Education City, P.O. Box 24144, Doha, 

Qatar. Telephone: +(974) 4492-8321. Fax: +(974) 4492-8333. E-mail: lja2002@qatar-

med.cornell.edu. 

All rights reserved. No reuse allowed without permission. 
preprint (which was not certified by peer review) is the author/funder, who has granted medRxiv a license to display the preprint in perpetuity. 

The copyright holder for thisthis version posted November 30, 2020. ; https://doi.org/10.1101/2020.11.29.20240416doi: medRxiv preprint 

mailto:lja2002@qatar-med.cornell.edu
mailto:lja2002@qatar-med.cornell.edu
https://doi.org/10.1101/2020.11.29.20240416


 

2 
 

Figure S1. Time course of the SARS-CoV-2 epidemic in Qatar. Daily incidence of (A) 

documented laboratory-confirmed infections and (B) documented and undocumented infections 

estimated by the model.  
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Text S1. Mathematical model structure and description 

We constructed an age-structured deterministic mathematical model to describe the severe acute 

respiratory syndrome coronavirus 2 (SARS-CoV-2) transmission dynamics and disease 

progression in the population of Qatar (Figure S1). The model stratified the population into 

compartments according to age group (0-9, 10-19, 20-29,…, ≥80 years), infection stage (does not 

require hospitalization, requires acute-care hospitalization, requires intensive care unit (ICU) 

hospitalization), and hospitalization stage (acute-care hospitalization, ICU hospitalization). The 

model also includes five tracking compartments to track infection severity 

(asymptomatic/moderate/mild infection, severe infection, severe disease, critical infection, 

critical disease per World Health Organization (WHO) severity classification [1]). The model 

extends our earlier mathematical models developed to characterize SARS-CoV-2 epidemics [2-

5].  

Epidemic dynamics were described using age-specific sets of coupled nonlinear differential 

equations. Each age group, a , denoted a ten-year age band apart from the last category which 

grouped together all individuals ≥80 years of age. Qatar’s population size and demographic 

structure were based on findings of “The Simplified Census of Population, Housing, and 

Establishments” conducted by Qatar’s Planning and Statistics Authority [6]. Life expectancy was 

obtained from the United Nations World Population Prospects database [7].   
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Figure S2. Schematic diagram describing the basic structure of the SARS-CoV-2 mathematical model and its associated tracking 

compartments. 

 
*Per World Health Organization (WHO) infection severity classification [1] 
**ICU: intensive care unit
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The following equations were used to describe the transmission dynamics in the total population: 

( ) ( ) ( )( )
( )

1 ( 1) ( )
dS a

a S a a a S a
dt

   = − − − + +  

( ) ( ) ( ) ( )( )
( )

1 ( 1) ( )
dE a

a E a a S a a E a
dt

    = − − + − + +   

( ) ( ) ( ) ( )( )
( )

1 ( 1) ( )NoH
NoH NoH NoH NoH

dI a
a I a f a E a a I a

dt
    = − − + − + +  

( ) ( ) ( )( )
( )

1 ( 1) ( ) ( )Acute Care
Acute Care Acute Care A Acute Care

dI a
a I a f a E a a I a

dt
    −

− − −= − − + − + +  

( ) ( ) ( )( )
( )

1 ( 1) ( ) ( )ICU
ICU ICU I ICU

dI a
a I a f a E a a I a

dt
    = − − + − + +  

( ) ( ) ( )( )
( )

1 ( 1) ( )Acute Care
Acute Care A Acute Care AH AI Acute Care

dH a
a H a I a a H a

dt
     −

− − −= − − + − + + +  

( ) ( ) ( ) ( ) ( )( )
( )

1 ( 1) ( )ICU
ICU I ICU AI Acute Care IH ICU

dH a
a H a I a H a a a H a

dt
      −= − − + + − + + +  

( ) ( )( )
( )

1 ( 1) ( ) ( ) ( ) ( )NoH NoH AH Acute Care IH ICU

dR a
a R a I a H a H a a R a

dt
     −= − − + + + − +   

The following equations were used to track the individuals who have 

asymptomatic/moderate/mild infection, severe infection, severe disease, critical infection, and 

critical disease per WHO infection severity classification [1]: 

( ) ( ) ( )( )
( )

1 ( 1) ( ) ( )M
M M M

dI a
a I a f a E a a I a

dt
   = − − + − +

( ) ( ) ( )( )
( )

1 ( 1) ( ) ( )S
S S S S

dI a
a I a f a E a a I a

dt
    = − − + − + +  

( ) ( ) ( )( )
( )

1 ( 1) ( ) ( )C
C C C C

dI a
a I a f a E a a I a

dt
    = − − + − + +  

( ) ( ) ( )( )
( )

1 ( 1) ( )S
S S S S

dD a
a D a I a a D a

dt
   = − − + − +  

( ) ( ) ( )( )
( )

1 ( 1) ( )C
C C C C

dD a
a D a I a a D a

dt
   = − − + − +  

The definitions of population variables and symbols used in the equations are listed in Table S1. 
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Table S1. Definitions of population variables and symbols used in the model. 
Symbol Definition 

( )S a   Susceptible population  

( )E a   Latently infected population  

( )NoHI a   Population that is infectious but with an infection that will not require hospitalization 

( )Acute CareI a−   Population that is infectious and that will progress to acute-care hospitalization 

( )ICUI a   Population that is infectious and that will progress to ICU hospitalization  

( )Acute CareH a−   Population with hospitalization in acute-care beds 

( )ICUH a   Population with hospitalization in ICU beds 

( )R a   Recovered population 

( )MI a   Population with an asymptomatic/moderate/mild infection per WHO infection 

severity classification [1] 

( )SI a    Population with an infection that will progress to severe disease per WHO infection 

severity classification [1] 

( )CI a   Population with an infection that will progress to critical disease per WHO infection 

severity classification [1] 

( )SD a   Population with severe disease per WHO infection severity classification [1] 

( )CD a   Population with critical disease per WHO infection severity classification [1] 

agen   Number of age groups 

( )a   Transition rate from one age group to the next age group. Here (0) ( ) 0agen = =  

( )a   Susceptibility profile to the infection in each age group  

1/  Duration of latent infection before onset of infectiousness 

   Average rate of infectious contacts  

1/ 1/ 1/NoH A I  = =  Duration of infectiousness 

1/ AH  Duration of acute-care hospitalization following hospital admission and prior to 

recovery  

1/ IH  Duration of ICU hospitalization following hospital admission and prior to recovery 

1/ AI   Duration of acute-care hospitalization prior to admission to ICU for those infected 

individuals that are transferred from acute-care to ICU 

1/ S  Duration of severe infection prior to onset of severe disease 

1/ C   Duration of critical infection prior to onset of critical disease  

  Natural death rate 

( )a   Disease mortality rate in each age group  

( )NoHf a   Proportion of infections that will progress to be infections that will not require 

hospitalization 

( )Acute Caref a−   Proportion of infections that will progress to be infections that require hospitalization 

in acute-care beds 

( )ICUf a   Proportion of infections that will progress to be infections that require hospitalization 

in ICU beds 

( )Mf a   

 

Proportion of infections that are asymptomatic/moderate/mild per WHO infection 

severity classification [1] 

( )Sf a   Proportion of infections that will progress to be severe infections per WHO infection 

severity classification [1] 

( )Cf a   Proportion of infections that will progress to be critical infections per WHO infection 

severity classification [1] 
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The force of infection (hazard rate of infection) experienced by each susceptible population, 

( )S a , is given by 

( ) ( ) ( )
,

1

( ) ( ) ( )

( ) ( ) ( ) ( ) ( ) ( ) ( ) ( )

age

a a

n

NoH Acute Care ICU

a NoH Acute Care ICU Acute Care ICU

I a I a I a
a t a

S a E a I a I a I a H a H a R a
  



−

= − −

  + +
=

        + + + + + + + 
H  

Here, ( )t  is the time-dependent average rate of infectious contacts and ( )a  is the 

susceptibility profile to the infection in each age group a . To account for temporal variation in 

the basic reproduction number, we incorporated a temporal variation in    that was 

parameterized through a combination of Woods-Saxon and Logistic functions.  

( )
1 2

1 2

1 2

Woods-Saxon               Logistic

          

1 1
       

t b t b

c c

a a
t

e e


− −

−

= +

+ +
  

This function was mathematically designed to describe and characterize the time evolution of the 

level of risk of exposure before and after easing of restrictions. It was informed by our 

knowledge of SARS-CoV-2 epidemiology in Qatar [3], and it provided a robust fit to the data. 

Here 
1a , 

2a , 
1b , 

2b , 
1c , and 

2c  are fitting parameters. 

The probability that an individual in the a  age group will mix with an individual in the a  age 

group is determined by an age-mixing matrix, 
,a a

H , given by 

, ,

1

( ) ( ) ( ) ( ) ( ) ( ) ( ) ( )
(1 )

( ) ( ) ( ) ( ) ( ) ( ) ( ) ( )
a a age

NoH Acute Care ICU Acute Care ICU
Age a a Age n

NoH Acute Care ICU Acute Care ICU

a

S a E a I a I a I a H a H a R a
e e

S a E a I a I a I a H a H a R a




− −


− −
=

       + + + + + + +
= + −

        + + + + + + + 

H  

Here, ,a a   is the identity matrix and  0,1Agee   measures the degree of assortativeness in the 

age mixing. At the extreme 0Agee = , the mixing is fully proportional, while at the other extreme, 
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1Agee = , the mixing is fully assortative, that is individuals mix only with members in their own 

age group. 

Text S2. Parameter values, data input, and model fitting 

Model input parameters were based on best available empirical data for SARS-CoV-2 natural 

history and epidemiology. Model input parameter values and supporting evidence are listed in 

Table S2.  

Table S2. Model input parameters. 
Parameter Symbol Value Justification 

Duration of latent infection 

 

1/  3.69 days Based on existing estimate [8] and based on a 

median incubation period of 5.1 days [9] 

adjusted by observed viral load among infected 

persons [10] and reported transmission before 

onset of symptoms [11] 

Duration of infectiousness 

 

1/ NoH ;

1/ A ; 

1/ I  

3.48 days Based on existing estimate [8] and based on 

observed time to recovery among persons with 

mild infection [8, 12] and observed viral load 

in infected persons [10, 11, 13]
 

Life expectancy in Qatar 1/   80.7 years United Nations World Population Prospects 

database [7] 

 

The model was fitted to extensive sources of data thanks to the centralized and standardized 

databases of SARS-CoV-2 testing, infection, COVID-19 disease, hospitalization, and severity as 

well as to findings of ongoing epidemiologic studies in Qatar. Data included: 1) time-series of 

number of PCR laboratory-confirmed SARS-CoV-2 infections, 2) distribution of PCR 

laboratory-confirmed infections by age group, 3) time-series of SARS-CoV-2 PCR testing 

positivity rate, 4) fraction of PCR laboratory-confirmed SARS-CoV-2 infected persons aged >60 

years old, 5) a series of PCR and serological surveys, 6) age-distribution of SARS-CoV-2 

antibody positivity, 7) time-series of new/daily hospital admissions in acute-care beds and in 

ICU beds, 8) age distribution of hospital admissions in acute-care beds and in ICU beds, 9) 

fraction of individuals admitted to ICU beds from acute-care beds, 10) time-series of current 
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hospital occupancy in acute-care beds and in ICU beds, 11) time-series of new/daily severe 

infections and critical infections per WHO infection severity classification [1], 12) age 

distribution of severe and critical infections per WHO infection severity classification [1], 13) 

time series of COVID-19 deaths, and 14) age distribution of COVID-19 deaths. 

A Bayesian method, based on incremental mixture importance sampling with shotgun 

optimization [14, 15], was used to conduct the model fitting and generate posteriors and credible 

sets. In the first stage (initialization), the importance sampling distribution was initialized by 

drawing a large number of points from the prior distribution and weights were attached to each 

point using their respective log-likelihood.  

In the second stage (shot-gun optimization), multiple sequential optimizations were carried out. 

In each of these, the point of the importance sampling distribution with the maximum weight was 

computed, and a new sample set was drawn from a Gaussian distribution centered at this point. 

The local maximum of this sample set (point with largest log-likelihood) was then identified. 

The importance sampling distribution was then updated to exclude the points that are farthest 

from this local maximum in terms of Mahalanobis distance. A new sample set was then drawn 

from a Gaussian distribution centered at the current local maximum and was added to the 

importance sampling distribution. At the end of the shot-gun optimization stage, a candidate 

importance sampling distribution was obtained.  

In the third stage (importance sampling), weights were attached to each point in the importance 

sampling distribution and sampling was iterated until convergence in the distribution of the 

importance sampling distribution. In the fourth stage (resampling), points were resampled from 

the importance sampling distribution to construct the posterior distribution of each estimated 

parameter. 
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Table S3. Goodness-of-fit in terms of likelihood of the model fitting each dataset. 
Empirical dataset Model fitting likelihood 

Time-series of number of PCR laboratory-confirmed SARS-CoV-2 infections 80.52% 

Distribution of PCR laboratory-confirmed infections by age group 82.34% 

Time-series of SARS-CoV-2 PCR testing positivity rate 81.81% 

Fraction of PCR laboratory-confirmed SARS-CoV-2 infections aged >60 years 98.10% 

Series of PCR surveys 89.31% 

Age-distribution of SARS-CoV-2 antibody positivity 99.17% 

Time-series of new/daily hospital admissions in acute-care and in ICU beds 98.87% 

Age distribution of hospital admissions in acute-care and in ICU beds 99.95% 

Fraction of ICU admissions that are being transferred from acute-care beds  99.99% 

Time-series of current hospital occupancy in acute-care and in ICU beds 93.53% 

Time-series of new/daily severe infections and critical infections* 99.43% 

Age distribution of severe and critical infections* 99.96% 

Age distribution of COVID-19 deaths 99.98% 
*Per World Health Organization (WHO) infection severity classification [1] 
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Figure S3. Posterior distribution of the age-specific infection acute-care bed hospitalization rate. 
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Figure S4. Posterior distribution of the age-specific infection ICU bed hospitalization rate. 

 

 

  

All rights reserved. No reuse allowed without permission. 
preprint (which was not certified by peer review) is the author/funder, who has granted medRxiv a license to display the preprint in perpetuity. 

The copyright holder for thisthis version posted November 30, 2020. ; https://doi.org/10.1101/2020.11.29.20240416doi: medRxiv preprint 

https://doi.org/10.1101/2020.11.29.20240416


 

13 
 

Figure S5. Posterior distribution of the age-specific infection severity rate. Classification of 

infection severity was per WHO severity classification [1].  
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Figure S6. Posterior distribution of the age-specific infection criticality rate. Classification of 

infection criticality was per WHO severity classification [1].  
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Figure S7. Posterior distribution of the age-specific infection fatality rate.  
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Figure S8. Posterior distribution of the overall (total population of all age groups) A) infection 

acute-care bed hospitalization rate, B) infection ICU bed hospitalization rate, C) infection 

severity rate, and D) infection criticality rate. 
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Figure S9. Posterior distribution of the overall (total population of all age groups) infection 

fatality rate. 
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Figure S10. The SARS-CoV-2 age-specific antibody prevalence (seroprevalence) in the total 

population of Qatar based on compilation and analysis of seroprevalence data from a series of 

serological studies [3, 16-19].  
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